GCMTI FS:2024-1

Fact sheet of reference DNA sequences of Psoralea corylifolia (55 H5)

Summary

Scientific name

Type of reference material

used for data generation

Chinese Materia Medica

(number / locality)

Total number of specimen

Specimen source

Method for data generation

Length of DNA barcode

Information

Psoralea corylifolia L.

®  Fructus Psoraleae ({5 H5)

® 7/ Hong Kong SAR, China

® 4/ Chongqing Municipality, China

® 2/ Nanzheng District, Shaanxi Province, China

® 2/ Jiangjin District, Sichuan Province, China

® 2 /Chengdu, Sichuan Province, China

® 3/ Xinxiang, Henan Province, China

® 20

® Hong Kong Chinese Materia Medica Standards

(HKCMMS) Project

® GCMTI RD-5:2020

® Nuclear internal transcribed spacer 2 (ITS2) is

233 bp

® Chloroplast psbA-trnH intergenic spacer (psbA-

trnH) is 246-286 bp



GCMTI FS:2024-1

Summary Information

® Chloroplast ribulose bisphosphate carboxylase

large chain (rbcL) is 553 bp



Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1230524

>23RD77-1A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1230524

>23RD77-1A_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACATAGTATAAGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230524

>23RD77-1A_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RD77
Sample mark 23RD77-1A
Locality Hong Kong SAR,
China

Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -

Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1230524

>23RD78-1A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1230524

>23RD78-1A_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACATAGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230524

>23RD78-1A_tbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RD78
Sample mark 23RD78-1A
Locality Hong Kong SAR,
China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image
e © o
o € o % *
o ¢ 0 ® o
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD78-2B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD78-2B_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACATAGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD78-2B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RD78
Sample mark 23RD78-2B
Locality Hong Kong SAR,
China

Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -

Image

e & o s o




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1230524

>23RD79-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1230524

>23RD79-1B_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TC

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230524

>23RD79-1B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RD79
Sample mark 23RD79-1B
Locality Hong Kong SAR,
China

Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -

Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD79-2A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD79-2A psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACATAG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD79-2A_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RD79
Sample mark 23RD79-2A
Locality Hong Kong SAR,
China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD80-1A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD80-1A_psbA-trnH
GGATAAAATTTTTATCTTAAATAAAAGTAGATGACTT
TTTGAAAGTAAAGGAGCAATATCAAAAAAGTTGATAT
TGCTCCTTTACTTCTATTTGATTAGTAATCTTTTACTTT
TATTTGATTAAAAATCTAACTATTTGAAAATATTTATA
CAGACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTT
CCCTATCTTAGAAGGAAAAAAAAAAAGAATGCTAAC
GAAAGCGTAGAAATGGAGATAGAGATCATTTTTACAT
AGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD80-1A_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RDS80
Sample mark 23RD80-1A
Locality Hong Kong SAR,
China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2024-1

Reference Detail

DNA Information

Description of
reference material

Specimen of Fructus
Psoraleae

Scientific name

Psoralea corylifolia L.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD80-2A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD80-2A_psbA-trnH
TAAAATTTTTATCTTAAATAAAAGTAGATGACTTTTTG
AAAGTAAAGGAGCAATATCAAAAAAGTTGATATTGC
TCCTTTACTTCTATTTGATTAGTAATCTTTTACTTTTAT
TTGATTAAAAATCTAACTATTTGAAAATATTTATACA
GACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTTCC
CTATCTTAGAAGGAAAAAAAAAAAGAATGCTAACGA
AAGCGTAGAAATGGAGATAGAGATCATTTTTACATAG
TATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD80-2A_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

Laboratory number

23RD80

Sample mark 23RD80-2A
Locality Hong Kong SAR,
China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD81-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD81-1B_psbA-trnH
AAAATTTTTATCTTAAATAAAAGTAGATGACTTTTTG
AAAGTAAAGGAGCAATATCAAAAAAGTTGATATTGC
TCCTTTACTTCTATTTGATTAGTAATCTTTTACTTTTAT
TTGATTAAAAATCTAACTATTTGAAAATATTTATACA
GACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTTCC
CTATCTTAGAAGGAAAAAAAAAAAGAATGCTAACGA
AAGCGTAGAAATGGAGATAGAGATCATTTTTACATAG
TATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD$1-1B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

10

GCMTI FS:2024-1

Reference Detail

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RDS1
Sample mark 23RD81-1B
Locality Chongqing
Municipality, China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD81-2B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD81-2B_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACAT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD$1-2B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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GCMTI FS:2024-1

Reference Detail

Description of Specimen of Fructus
reference material Psoraleae
Scientific name Psoralea corylifolia L.
Laboratory number | 23RDS1
Sample mark 23RD81-2B
Locality Chongqing

Municipality, China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -

Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD82-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD82-1B_psbA-trnH
TATTAATGGATAAAATTTTTATCTTAAATAAAAGTAG
ATGACTTTTTGAAAGTAAAGGAGCAATATCAAAAAA
GTTGATATTGCTCCTTTACTTCTATTTGATTAGTAATC
TTTTACTTTTATTTGATTAAAAATCTAACTATTTGAAA
ATATTTATACAGACGTTTTTTATTTGTTTCACGATTCT
TTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAAAG
AATGCTAACGAAAGCGTAGAAATGGAGATAGAGATC
ATTTTTACATAGTATAAGGGCG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD$2-1B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT

12

GCMTI FS:2024-1

Reference Detail

Description of
reference material

Specimen of Fructus
Psoraleae

Scientific name

Psoralea corylifolia L.

Laboratory number | 23RDS§2

Sample mark 23RD82-1B
Locality Chongqing
Municipality, China
Corresponding -
plant voucher
specimen
Authenticated Yes
Remarks -
Image
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609

>23RD82-2B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609

>23RD82-2B_psbA-trnH
TTTTATCTTAAATAAAAGTAGATGACTTTTTGAAAGT
AAAGGAGCAATATCAAAAAAGTTGATATTGCTCCTTT
ACTTCTATTTGATTAGTAATCTTTTACTTTTATTTGATT
AAAAATCTAACTATTTGAAAATATTTATACAGACGTT
TTTTATTTGTTTCACGATTCTTTAGCATTTTCCCTATCT
TAGAAGGAAAAAAAAAAAGAATGCTAACGAAAGCGT
AGAAATGGAGATAGAGATCATTTTTACATAGTATAAG
GGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI230609

>23RD$2-2B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD83-1A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD83-1A psbA-trnH
AAAATTTTTATCTTAAATAAAAGTAGATGACTTTTTG
AAAGTAAAGGAGCAATATCAAAAAAGTTGATATTGC
TCCTTTACTTCTATTTGATTAGTAATCTTTTACTTTTAT
TTGATTAAAAATCTAACTATTTGAAAATATTTATACA
GACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTTCC
CTATCTTAGAAGGAAAAAAAAAAAGAATGCTAACGA
AAGCGTAGAAATGGAGATAGAGATCATTTTTACATAG
TATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD83-1A_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD83-2A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD83-2A psbA-trnH
GGATAAAATTTTTATCTTAAATAAAAGTAGATGACTT
TTTGAAAGTAAAGGAGCAATATCAAAAAAGTTGATAT
TGCTCCTTTACTTCTATTTGATTAGTAATCTTTTACTTT
TATTTGATTAAAAATCTAACTATTTGAAAATATTTATA
CAGACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTT
CCCTATCTTAGAAGGAAAAAAAAAAAGAATGCTAAC
GAAAGCGTAGAAATGGAGATAGAGATCATTTTTACAT
AGTATAAGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD83-2A rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD84-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD84-1B_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD84-1B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD84-2B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD84-2B_psbA-trnH
TTTTTATCTTAAATAAAAGTAGATGACTTTTTGAAAGT
AAAGGAGCAATATCAAAAAAGTTGATATTGCTCCTTT
ACTTCTATTTGATTAGTAATCTTTTACTTTTATTTGATT
AAAAATCTAACTATTTGAAAATATTTATACAGACGTT
TTTTATTTGTTTCACGATTCTTTAGCATTTTCCCTATCT
TAGAAGGAAAAAAAAAAAGAATGCTAACGAAAGCGT
AGAAATGGAGATAGAGATCATTTTTACATAGTATAAG
GGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD84-2B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD85-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD85-1B_psbA-trnH
AAAATTTTTATCTTAAATAAAAGTAGATGACTTTTTG
AAAGTAAAGGAGCAATATCAAAAAAGTTGATATTGC
TCCTTTACTTCTATTTGATTAGTAATCTTTTACTTTTAT
TTGATTAAAAATCTAACTATTTGAAAATATTTATACA
GACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTTCC
CTATCTTAGAAGGAAAAAAAAAAAGAATGCTAACGA
AAGCGTAGAAATGGAGATAGAGATCATTTTTACATAG
TATAAGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD85-1B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD85-2B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD85-2B_psbA-trnH
ATGACTTTTTGAAAGTAAAGGAGCAATATCAAAAAA
GTTGATATTGCTCCTTTACTTCTATTTGATTAGTAATC
TTTTACTTTTATTTGATTAAAAATCTAACTATTTGAAA
ATATTTATACAGACGTTTTTTATTTGTTTCACGATTCT
TTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAAAG
AATGCTAACGAAAGCGTAGAAATGGAGATAGAGATC
ATTTTTACATAGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD85-2B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD86-1B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD86-1B_psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD86-1B_rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD86-2A_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD86-2A psbA-trnH
TCTATTAATGGATAAAATTTTTATCTTAAATAAAAGT
AGATGACTTTTTGAAAGTAAAGGAGCAATATCAAAA
AAGTTGATATTGCTCCTTTACTTCTATTTGATTAGTAA
TCTTTTACTTTTATTTGATTAAAAATCTAACTATTTGA
AAATATTTATACAGACGTTTTTTATTTGTTTCACGATT
CTTTAGCATTTTCCCTATCTTAGAAGGAAAAAAAAAA
AGAATGCTAACGAAAGCGTAGAAATGGAGATAGAGA
TCATTTTTACATAGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD86-2A rbcL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI230609-2

>23RD86-3B_ITS2
CACATCGTTACCCCCCACACGACCTCCCCCTCTCCGG
AGGCGGGACCGTTCGGGGGGTGCACGCTGACCTCCC
GCGGGCAACGCCCCGCGGTTGGTTCAAATCCGAGTCC
GTGGCCGGGTGCGTCGTGGTACAATGGTGGATGGGCT
AACCACGCTCGAGACCAACCACGCGGGCCCCGACCG
CAGGACTCTCCGACGACCCTCCGCGTGCCTCCTCTGG
CACGCTCCCAACG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI230609-2

>23RD86-3B_psbA-trnH
GGATAAAATTTTTATCTTAAATAAAAGTAGATGACTT
TTTGAAAGTAAAGGAGCAATATCAAAAAAGTTGATAT
TGCTCCTTTACTTCTATTTGATTAGTAATCTTTTACTTT
TATTTGATTAAAAATCTAACTATTTGAAAATATTTATA
CAGACGTTTTTTATTTGTTTCACGATTCTTTAGCATTTT
CCCTATCTTAGAAGGAAAAAAAAAAAGAATGCTAAC
GAAAGCGTAGAAATGGAGATAGAGATCATTTTTACAT
AGTATAAGGGCGG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1230609-2

>23RD86-3B_rbeL
AAGTGTTGGGTTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCGCCTGAAGAAGCAGGTGCTGCGGTAGCC
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGGCTTACCAGTCTTGATCGTTACAAAGGACG
ATGCTACCACCTTGAACCTGTTGCTGGGGAAGAAAAT
CAATATATTGCTTATGTAGCTTATCCCTTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TCGGTAATGTATTTGGGTTCAAGGCCCTGCGCGCTCT
ACGTCTGGAGGATTTGCGAATCCCTACTGCTTATATT
AAAACTTTCCAAGGTCCGCCTCATGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTATT
AGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAGAATTATGGTAGAGCAGTTTATGAATGTCTT
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GCMTI FS:2024-1

Reference DNA sequences in FASTA format

Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequences of Chinese Materia Medica
(CMM) Fructus Psoraleae

>23RD27-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD28-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGCTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD29-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACGGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD30-1A_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGCTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD31-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCYTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGCTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD32-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCYTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGCTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-1B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-2B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-3B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGTTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-4B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTRGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-5A_ITS2
CGCACAGCGTCGCACCCCGCCACTCYTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGYC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD33-6A_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RDI31-4A_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD132-2B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGTTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD132-3A_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCCGC
CACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD133-1B_ITS2
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CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD133-2B_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGYC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD133-3A_ITS2
CGCACAGCGTCGCACCCCGCCACTCYTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD133-4A_ITS2
CGCACAGCGTCGCACCCCGCCACTCTTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGCTGCACGGTC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACAGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG

>23RD133-6A_ITS2
CGCACAGCGTCGCACCCCGCCACTCCTGCTGGACGGGGAGCGGAGATTGGCCCCCCGGGCACCCGYTGCACGGCC
GGCTCAAATGACTGTCCCCGGCGACGAGCGTCGCTATTATCGTGGTGGATCAAAGCTGAGATAAGGCGTTCTCGCC
GCCACAGTAGGGACRGATCGACCCCCGGACGCCGTCACCGACGGCGCTCACCCTG
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequences of Chinese Materia Medica (CMM)
Fructus Psoraleae

>23RD27-1B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAGTAGAAGGGCGGA
>23RD28-1B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATA
GATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTA
AATATGTTYTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGG

>23RD29-1B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAG

>23RD30-1A_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTYTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAG

>23RD31-1B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCTGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGA
TCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAAT
ATGTTCTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAG

>23RD32-1B_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGGA

>23RD33-1B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATA
GATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTA
AATATGTTYTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGGA

>23RD33-2B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTYTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAA

>23RD33-3B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGG

>23RD33-4B_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGGA

>23RD33-5A_psbA-trnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGGA

>23RD33-6A_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAGTAGAAGGGCGGA

>23RD131-4A psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGGA

>23RD132-2B_psbA-tmH
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CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAGGGCGG

>23RD132-3A_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAG

>23RD133-1B_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTITTTTTAGTAAAAATAAGAAAATAGAATAGATC
TTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAAT
>23RD133-2B_psbA-trmnH
TCCACAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAA
ATTCTTGTTTTGTTAAGAATTTTGGTATTACTCCTGCMTTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAG
ATCTTTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAA
ATATGTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAGTAGAAG

>23RD133-3A_psbA-trnH
TGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTCTTGT
TTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCTTTGG
AAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATA
>23RD133-4A_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTAACAAAACAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATAAAG

>23RD133-6A_psbA-trnH
CAAATGGCTAGGTCTTAGTGTACGCGAGTTTTAGTGTATATGAGTTGTTGAAGTTGCAGGAGTAATACCAAAATTC
TTGTTTTGTTAAGAATTTTGGTATTACTCCWGCATTTTTTTTTTTTTTTAGTAAAAATAAGAAAATAGAATAGATCT
TTGGAAAATTCTTGATTATAATATGTTCTGTATTATTTTCTTATAAAATAATATTATATATAATACAATCTAAATAT
GTTCTTAACACTTTTTATTTTTATAAAGATAATATATAATATAAAG
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Partial chloroplast ribulose bisphosphate carboxylase large chain (rbcL) sequences of Chinese Materia
Medica (CMM) Fructus Psoraleae

>23RD27-1B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD28-1B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD29-1B_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD30-1A_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD31-1B_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD32-1B_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACTTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-1B_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-2B_rbeL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
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GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-3B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACTTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-4B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-5A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD33-6A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD131-4A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD132-2B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACTTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD132-3A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC
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>23RD133-1B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD133-2B_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACTTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD133-3A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD133-4A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATCAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCTGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC

>23RD133-6A_rbcL
AAGTGTTGGCTTCAAAGCGGGCGTTAAAGATTACAAATTGACTTATTATACTCCTCAATATACACCCAAAGATACT
GATACCCTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCGGAAGAAGCGGGGGCTGCTGTAGCTGCC
GAATCTTCTACAGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGACGATGCT
ACGACATCGAGCCCGTTGCTGGAGAAGAAAATMAATATATTTGTTATGTAGCCTATCCTTTAGACCTTTTTGAAGA
GGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTTTTTGGGTTCAAAGCGCTACGCGCTCTACGTTTGG
AGGATCTGCGAATTCCKGTTGCTTATGTTAAAACTTTCCAGGGGCCGCCCCATGGTATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCTAAGAACTACGGT
AGAGCGGTTTATGAATGTCTC
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